Ysearch Database Configuration - DNA Results Comparison
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modal 23 2 4
Mtskheta 2 23 6
Dzgoev 4 6 23
- Infinite allele mutation model is used
- Values on the diagonal indicate number of markers tested

Time to Most Recent Common Ancestor (Years)
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modal 23 775 1275
Mtskheta 775 23 1850
Dzgoev 1275 1850 23

- Infinite allele mutation model is used

- Average mutation rate varies: 0.0029 to 0.0029

- Rates derived by Doug McDonald from the Sorenson database
- Values on the diagonal indicate number of markers tested

- Probability is 75% that the TMRCA is no longer than indicated
- Average generaton: 25 years
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